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Classificacao dos coronavirus

Taxonomia

* Ordem Nidovirales (8 subordens, 14 familias, 109 espécies)
e Subordem Cornidovirineae (1 familia)
* Familia Coronaviridae (2 subfamilias, 5 géneros, 46 espécies de virus)
e Subfamilia Orthocoronavirinae
* Géneros:
Alphacoronavirus
Betacoronavirus
Deltacoronavirus

Gammacoronavirus
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Table 1. Coronavirus genus, species, and virus abbreviations.

Genus

Species

Alphacoronavirus

Feline Coronavirus (FCoV)

Transmissible Gastroenteritis Virus (TGEV)
Porcine Epidemic Diarrhea Coronavirus (PEDV)
Human Coronavirus 229E

Human Coronavirus NL63

Betacoronavirus

Bovine Coronavirus (BCoV)

Mouse Hepatitis Virus (MHV)

Human Coronavirus OC43

Human Coronavirus HKU-1

Severe Acute Respiratory Syndrome Coronavirus (SCoV)
Middle East respiratory Syndrome Coronavirus (MERS-CoV)

Gammacoronavirus

Infectious Bronchitis Virus (IBV)

Deltacoronavirus

Bulbul Coronavirus HKU11
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Coronavirus “humanos” (HCoVs)

HCoVs endémicos (reduzida patogenicidade):

e HCoV-229E (1967)
* HCoV-NL63 (2004)
* HCoV-0OC43 (1966)
e HCoV-HKU1 (2005)

HCoVs epidémicos (elevada patogenicidade):

* SARS-CoV (2002/2003, ~8100 casos, 9,5% mortalidade)

* MERS-CoV (2012-, ~2500 casos, 34,4% mortalidade)

* SARS-CoV-2 (2019-, >3,6 milhdes de casos, ~6,9% mortalidade)
7 imsms i @) NOVA
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Ecologia dos
coronavirus
epidémicos

Paguma larvata

Camelus dromedarius

Manis javanica
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Morfologia dos coronavirus

Viriao

-, @—Spike Glycoprotein (S)
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o /‘;\—-—— Hemagglutinin-esterase
dimer (HE)

%*ﬁ— RNA and N protein

— E-Protein

* Particula viral esférica e flexivel
e ~100-150 nm de diametro
e Com invdlucro lipidico
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Morfologia dos coronavirus

Viriao
Fotografia de microscopia electrénica de transmissao revelando a morfologia
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VA ultraestrutural caracteristica dos coronavirus (SARS-CoV).
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A Novel Coronavirus from Patients

with Pneumonia in China, 2019

". i I -.. Gy -. I Nen -.l. i }I 2
Figure 3. Visualization of 2019-nCoV with Transmission Electron Microscopy.
Megative-stained 2019-nCoV particles are shown in Panel A, and 2019-nCoV particles in the human airway epithelial

cell ultrathin sections are shown in Panel B. Arrowheads indicate extracellular virus particles, arrows indicate inclu-
sion bodies formed by virus components, and triangles indicate cilia.
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Genoma dos coronavirus
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RNA, linear, monomérico, nao
segmentado, de cadeia simples e
polaridade positiva

~ 30 kb

Codifica 20-30 proteinas distintas

in Chan et al., 2020



Genoma dos coronavirus
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Genoma dos coronavirus

SARS-CoV (2003)
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Ciclo
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Receptor celular

SARS-CoV — ACE2 (enzima conversora da angiotensina 2)

MERS-CoV — CD26 (dipeptidil peptidase-4, DPP4)
SARS-CoV-2 — ACE2 (+ integrinas?)

C 2019-nCoV

\ External
subdomain

Core subdomain

do Piedade, 2020
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