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Intended learning outcomes (knowledge, skills and competences to be developed by the 

students): 

- Understanding the relationship of the microbiome with health and disease;  

- To know the role of the intestinal microbiota for the physiological balance;  

- To know the role of the microbioma in the different infections (genito-urinary, cutaneous, 

respiratory, rheumatologic); 

- Understanding the role of the microbiome in diabetes and transplantation;  

- To know the methodologies of analysis of the microbioma. 

 

Syllabus: 

- Introduction to the microbiome and its relationship with health and disease; 

- The contribution of the microbiome to the physiological balance; 

- The importance of the microbiome in some of the major human infections; 

- General concepts of real-time PCR and specific application to the study of the microbiome; 

- Principle and importance of the metagenomic analysis in the identification and characterization 

of the human microbiome. 

 

Evidence of the syllabus coherence with the CU intended learning outcomes: 

The program provides the tools that will enable students to achieve its objectives, including the 

general principles of epidemiology and associated clinical (lectures). 

 

Teaching methodologies (including assessment): 

Theoretical classes will be taught by the teachers of the course via Zoom, depending on their 

respective specializations. The form of lecture, in which they will address issues considered 

essential by providing data to guide students to individual study. 

Student assessment – Final written examination with a multiple choice test of 20 questions 

(duration 30 minutes) 50% (Face-to-face). 

Oral presentation and discussion of topics by groups of two students. Topics are distributed at 

the beginning of the course and the presentation of each theme has a duration of 20 minutes 

50%. 

The student will be excluded if the exam grade is less than 9.5. 

 

Evidence of the teaching methodologies coherence with the CU intended learning outcomes: 

The objectives of understanding the main aspects of the microbiome and its relation to health 

the disease will be taught during theoretical classes. 
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